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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MPHOSPHS 54737 BC003542 NM 017520
About the gene
Official Symbol MPHOSPHS
Previous Symbol -
Official Full Name | M-phase phosphoprotein 8
Synonyms mpp8; HSMPP8
Location 13q12.11
Gene Type protein_coding
Uniprot ID Q99549
Pathway/Library Epigenetic Regulators Related Genes Library

Gene Summary

Heterochromatin component that specifically recognizes and binds methylated 'Lys-9' of histone H3
(H3K9me) and promotes recruitment of proteins that mediate epigenetic repression (PubMed:20871592,
PubMed:26022416). Mediates recruitment of the HUSH complex to H3K9me3 sites: the HUSH complex
is recruited to genomic loci rich in H3K9me3 and is required to maintain transcriptional silencing by
promoting recruitment of SETDBI, a histone methyltransferase that mediates further deposition of
H3K9me3, as well as MORC2 (PubMed:26022416, PubMed:28581500). Binds H3K9me and promotes
DNA methylation by recruiting DNMT3A to target CpG sites; these can be situated within the coding
region of the gene (PubMed:20871592). Mediates down-regulation of CDHI expression
(PubMed:20871592). Also represses L1 retrotransposons in collaboration with MORC?2 and, probably,




2!

%

pd
>
>

>
>

f&

1.

2.

iz

SETDBI, the silencing is dependent of repressive epigenetic modifications, such as H3K9me3 mark.
Silencing events often occur within introns of transcriptionally active genes, and lead to the
down-regulation of host gene expression (PubMed:29211708). The HUSH complex is also involved in the
silencing of unintegrated retroviral DNA by being recruited by ZNF638: some part of the retroviral DNA
formed immediately after infection remains unintegrated in the host genome and is transcriptionally
repressed (PubMed:30487602). MPP8 HUMAN,Q99549
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0222 T8 2R R VA W(100X) 100ml
D0508S/M i PR 2 2 8 SR AR A U ) 25/1007%
D7080S/M/L T7 Endonuclease I (CRISPRZ5:3% [K] 2845 %5 52 H) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2 %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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